Human CD14+ monocytes were obtained from healthy human peripheral blood after monocyte isolation using magnetic separation (Miltenyi Biotec). Macrophages were obtained by culturing monocytes for 6 days then cultured for an additional 24 hours with or without 100 ng/ml LPS and 20 ng/ml IFN-γ (for M1 polarization). qRT-PCR analysis of Rgs1 mRNA in M1 macrophages presented relative to mRNA in unstimulated cells (M0). (n=4). Migration of splenocytes from ApoE -/-and Rgs1 -/-ApoE -/-mice through an 5 μm filter towards increasing concentrations of recombinant murine CXCL12 placed in the lower chamber of a Boyden chamber. Splenocytes (4 x 10 5 cells) were isolated after hypotonic lysis of red blood cells. Following a 3 hour incubation at 37°C, the number of cells that migrated into the lower chamber was determined by the CellTiter-Glo® luminescent cell viability assay (Promega, UK). Quantification of migration is presented relative to results of untreated cells, set as 1. RPMI media was used as a negative control. Graphs indicate migration index ± s.e.m for each treatment group in triplicate (n=10 per group). There was a significant difference between the two genotypes, P<0.0001 calculated by 2-way ANOVA. **, P<0.01 at 1 nM CXCL12, calculated by Bonferroni post-test. 
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Rgs1 -/-ApoE -/-A B Bone marrow derived macrophages (1 x 10 5 cells) from ApoE -/-and Rgs1 -/-ApoE -/-mice were cultured for 7 days prior to treatment with 5, 10 and 20 ug/ml Dil-acLDL for 24 hours. Quantification of LDL uptake was measured by fluorescent intensity per cell over 5 fields per well using the Operetta High Content Imaging System. Graphs indicate mean cell intensity ± s.e.m for each dose in quadruplicate (n=3 per group, representative of two separate experiments). There were no significant differences between groups. 
mice.
Gene expression was measured using a whole mouse gene array. Statistical analysis was performed using GeneSpring software with correction for multiple comparisons. 150 genes showed significantly different expression in the 16 week old mice compared to 8 week old ApoE -/-mice, P value<0.05. 16 of these genes including RGS1 were differentially expressed with a P value<0.01.
